HIV1VPU Sequences in th&/pu Alignment

COMMON NAME  LOCUS ACC # FIRST AUTHOR REFERENCE
SUBTYPE A:
U455 HIVU455 M62320  Oram,J.D. ARHR 6, 1073 (1990)
UG273A HIVUG273A L22957 Louwagie,J.J. JV1 69, 263 (1995)
UG275 HIVUG275 L22951 Louwagie,J.J. JVI 69, 263 (1995)
CM240X HIVCM240X L14572 Mascola,J.J. JID 169, 48 (1993)
SUBTYPE B:
SF2 HIVSF2 K02007 Sanchez-Pescador,R. Science 227, 484 (1985)
LAI HIVLAI K02013 Wain-Hobson,S. Cell 40, 9 (1985)
MN HIVMN M17449 Gurgo,C. Virol. 164, 531 (1988)
SC HIVSC M17450  Gurgo,C. Virol. 164, 531 (1988)
BRVA HIVBRVA M21098 Anand,R. Virol. 168, 79 (1989)
JH32 HIVIH32 M21138  Komiyama,N. ARHR 5, 411 (1989)
CDC42 HIVCDC42 M13137  Desai,S.M. PNAS 83, 8380 (1986)
ovI HIVOYI M26727  Wain-Hobson,S. Unpublished (1990)
SF33 HIVSF33 M38427  York-Higgins,D. JVI 64, 4016 (1990)
NY5 HIVNY5 K03346 Willey,R.W. PNAS 83, 5038 (1986)
NL43 HIVNL43 M19921 Buckler,C.E. JVI59: 284 (1986)
CAM1 HIVCAM1 D10112 Mcintosh,A. Unpublished (1991)
JRCSF HIVIRCSF M38429  Koyanagi,S. Science 236: 819 (1987)
JRFL HIVIRFL M74978  O'Brien,W.A. Nature 348, 69 (1990)
SF162 HIVSF162 M38428  Cheng-Mayer,C. JVI 64, 4390 (1990)
HAN HIVHAN u43141 Sauermann,U. ARHR 6, 813 (1990)
D31 HIVD31 U43096 Dietrich,U. Unpublished (1992)
RF HIVRF M17451  Starcich,B.R. Cell 45, 637 (1986)
BCSG3C HIVBCSG3C L02317 Ghosh,S K. Virol. 194, 858 (1993)
BAL1 HIVBAL1 M68893  Gartner,S. Science 233: 215 (1986)
BA1A HIVBA1A M63929 Hwang,S.S. Science 253 (5015), 71 (1991)
P896 HIVP896 M96155  Collman,R. JVI 66, 7517 (1992)
SF162 HIVSF162 M38428  Cheng-Mayer,C. JVI 64, 4390 (1990)
3202A12 HIV3202A12 U34603 Guillon,C. ARHR 11, 1537 (1995)
3202A21 HIV3202A21 U34604 Guillon,C. ARHR 11, 1537 (1995)
MANC HIVMANC u23487 Zhu,T. Nature 3745, 503 (1995)
WEAU160 HIVWEAU160  U21135 Ghosh,S. Unpublished (1995)
SUBTYPE D:
ELI HIVELI K03454 Alizon,M. Cell 46, 63 (1986)
7276 HIVZ2Z76 M22639  Theodore,T. Unpublished (1988)
Z6 HIVZ6 K03458 Srinivasan,A. Gene 52, 71 (1987)
NDK HIVNDK M27323  Spire,B. Gene 81, 275 (1989)
TZ012 HIVTZ012 ui12407 Siwka,W. ARHR 10, 1753 (1994)
TZ023 HIVTZ023 U12410 Siwka,W. ARHR 10, 1753 (1994)
TZ053 HIVTZ053 u12412 Siwka,W. ARHR 10, 1753 (1994)
TZ064 HIVTZ064 u12413 Siwka,W. ARHR 10, 1753 (1994)
TZ016 HIVTZ016 u12408 Siwka,W. ARHR 10, 1753 (1994)
TZ112 HIVTZ112 u12415 Siwka,W. ARHR 10, 1753 (1994)
TZ005 HIVTZ005 U12406 Siwka,W. ARHR 10, 1753 (1994)
TZ030 HIVTZ030 ul2411 Siwka,W. ARHR 10, 1753 (1994)
TZ017 HIVTZ017 U12409 Siwka,W. ARHR 10, 1753 (1994)
MAL HIVMAL K03456 Alizon,M. Cell 46, 63 (1986)
SUBTYPE F:
BZ126A HIVBZ126A L22082 Louwagie,J.J. ARHR 10, 561 (1994)
BZ163A HIVBZ163A L22085 Louwagie,J.J. ARHR 10, 561 (1994)
SUBTYPE O:
ANT70C HIVANT70C L20587 Vanden Haesevelde,M.  JVI 68, 1586 (1994)
MVP5180 HIVMVP5180 L20571 Gurtler,L.G. JVI 68, 1581 (1994)
SUBTYPE U:
IBNG HIVIBNG L39106 Howard,R.M. ARHR 10: 1755 (1994)
CPZ:
CPZGAB SIVCPZGAB X52154 Huet,T. Nature 345, 356 (1990)
CPZANT SIVCPZANT u42720 Vanden Haesevelde,M. Virol. In Press (1996)
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Subtypes C, E, G, and H are not currently represented in VPU. The sequence IBNG could not eas-
ily
be assigned to any of the four VPU subtypes, A, B, D, and F.

env cds ->
phos | | phos
CONSENSUS-A  mtPL???elcAlVGLIVALILAIVVWTIVgl.eyKKIIKgr....... Kidrl?ikRIrERA.EDSgNES 57
U455 —mm e W T -$--NC$sK....... -K$TGHLN------ R 54
UG273A LN D - B A 57
UG275 s
CM240X [---...

CONSENSUS-B masl.. q|'?a|valvvaa||alwwt|vf|’>eer|IRQr ...... '7k|dRI’>Idr|reraeDsGNeS 56
SF2 ----.-L---S---V L-. 56

BCSG3C --Pl...
BAL1 --A-...
BA1A -A-...
P896 -L--.
SF162 -P-...
3202A12 .
3202A21 -P-...
MANC IV--...
WEAU160 .

CONSENSUS-D mQpl...vlIAlVAIvalliAIVVWT IVl ECI‘rIerR ....... kIDWI IdRIFERA?EDSGNES 57
ELI --...G L 57

7276
Z6
NDK
TZ012
T7023
TZ053
TZ064
TZ016
TZ112
TZ005
TZ030
TZ017
MAL

CONSENSUS-F MS??.. LAIS'?TALIVALIIAIVVWTI'?YI EYRKLLRQR....... KINRL.YE?IR?RA.EDSGNES 51
BZ126A -YF...——| A--. . .
BZ163A --DL...----V V--. 57

CONSENSUS-O  MH??2...2LLA?I2?SAL??INV??2W?..F?. LR’>YL’>Q°°QDR’>E’7EILER LRRI?EIR.DDSDYES 42
ANT70 ~HR...D--l-ll--LF-IL-G. .| .~-K--E-KE--K-R----- ---R-cn ememen 61
MVP5180 ~-QE...N---L-AL--CLo-LI-L..-N. .-+ |--V-RK+--R=-Q---= =Ko ooeees 61

CONSENSUS-U MQPL .TITAIVGLVVAFIAAIVVWSIVYI. EYRKIRKQK ....... KIDRL.LDRIRERA.EDSGNES 57
IBNG S Aty s 57

CONSENSUS-CPZ MT??2...2?22?22L2?2??2?2?W?ICI?2?12?22?Y??YK??72....2?22?27?R?.2?1?22?2?.2?27?7?S 14

CPZGAB --LL...VGL.V-ILVGLIA-N---WGY-IKWG-RR--RHR....LETEIE-L.NL-LRERA.EDSGNE- 60
CPZANT --NL...FEYAF-AFSIVL.-I---..P-LYKL-KI--QQQ...... IDNK—N.QR—IEVLS.RRLSID— 56
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HIV1VPU
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SF2

BCSG3C
BAL1
BA1A
P896
SF162
3202A12
3202A21
MANC
WEAU160

CONSENSUS-D

ELI
7276
Z6
NDK
TZ012
T2023
TZ053
TZ064
TZ016
TZ112
TZ005
TZ030
TZ017
MAL

CONSENSUS-F
BZ126A
BZ163A

CONSENSUS-O

ANT70
MVP5180

CONSENSUS-U
IBNG

CPZGAB
CPZANT

2GDT?E.L2KL....VEM.GnydIgvdnNL$
D---E-.-SLn.. oem memememeneas

E--E--AA-....-.--N--Foeeen
D---D-.-S--....=- =----DA--
E---D-.-A--....~-.-DF-PW-GD---

equeE IsaL’>°7°vem°GH’7apwdvdDI$

-G.~D---VIN--
—IRK-.~...on. =D Gl
---------- “-G-Drolr

---------- P o S
w2 V= VEMG-=-.=-H---l---

EGdrEe.Lsal....vEM. thAPWd”de$
K |

" VoL
T -F..

S S v

B R S W VA
EGDAEE.LA?L....GEM.GPFIPGDI?NL$

SR § P — D--

S Y. N — V-

N?EE?QEVM?L... 22SHGF?NPM.FE??
-G-E---D-....VL-~-De-- P
-E--Q-r-E-nn IHo--An LS

DGDTEE.LSTL....MEM.GYEYILDNDNL$

NG--E- RLEQLIHNYNHNNH————M FD.L
Al--D-EADTY....YLGSG----V.YREG--

II-A-64
NOV 95

78
78
81
84
81

79

80

73

59
85
85

81
81

23
88
83



HIV1 VPU CONSENSUS

env cds ->
phos | | phos
CONSENSUS-A  mtPL???elcAIVGLIVALILAIVVWTIVgI. ekaIqur ....... Kidrl?ikRIrERA.EDSgNES 57
CONSENSUS-B -Qs-...Q-?---a-v--a-i--------f-2--r-i-R--......? .
CONSENSUS-D  -Q--...V-l---A-v----j--------f- -Crr-kT--..
CONSENSUS-F  -S??...LAIS?TA-----|------- 51
CONSENSUS-O -H’7’> 2LL-2122SAL?2INV?2-2..F2. .LR?Y-?- ’>’7QDR’>E’>E LER.LR--?-IR.D--DY-- 42
CONSENSUS-U T-T-----V--F-A-----S--Y-.--R-IR--K.......----- D 57
CONSENSUS-CPZ --272...22222L2222222W2-Cl22212222-22YK?72....222222-2.22122222.2222727- 14
CONSENSUS-A  ?GDT?E.L?kL....VEM.GnydIgvdnNL$ 78
CONSENSUS-B e--ge-.-sa-????---?-H?apwdvdD-- 79
CONSENSUS-D  E--rE-.-sa-....---.-HhAPwd?Ddm- 80
CONSENSUS-F  E--AE-.-A?-....G--.-PFIP-DI?--- 73
CONSENSUS-O  N?EE-QEVM?-....??SH-F?NPM.FE?? 59
CONSENSUS-U  D---E-.-ST-....M--.-YEYILDND--- 81
CONSENSUS-CPZ -?EE--27-222?2222222?FANP?.222?DE 23
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